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Table 1. PCR sample of M.tuberculosis detection.
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Fig. 1 M.tuberclosis DNA amplification using
the primers.
lst PCR

forward : $~CCA ACC CGC TCG GTC TCA A-3' ( nt 580-398 , F7 )
reverse ; 5-CCG ATG GAC TGG TCA CCC 3" ( nt 721704, P8}

Semi-nested PCR
forward : 3-CGG CAT CGA AAA GGC CGT G-3' ( m 602-620 , TBGO2 )

reverse © same 15t revers primer
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Fig. 2
M. tuberculosis detection.
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Fig. 3 Amplification of the M. tuberclosis genes
coding for the 65 kDa antigen by PCR.
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Original article
Identification of Mpycobacterium tuberculosis DNA 1n
formalin-fixed and paraffin-embedded tissue by
the polymerase chain reaction

Hidehiro Hasegawa®* and Toshihiko Igarashi*

This study was conducted to establish the conditions for identification of Mycobacterium
fubercilosis DNA by the polymerase chain reaction (PCR). Tissue samples were collected
from 6 patients in our center who had been clinically or pathologically diagnosed as
having tuberculosis since 1995. We assessed primers to identify M. tuberculosis DNA
extracted from formalin—fixed, paraffin—embedded tissue and established the detection
conditions. As a result we were able to detect M. fuberculosis DNA by PCR by combining
the primer encoding the 65%Da protein specific to anaerobic bacteria and the primer for
an internal portion that is highly specific for M. fubercidosis . This technique appears to
be useful in the PCR identification of M. tuberculosis DNA from pathological specimens in
terms of sensitivity, specificity, and reproducibility. It will contribute to the early
diagnosis of tuberculosis.

Key words : polymerase chain reaction (PCR), Mycobacterium tuberculosis, formalin—fixed
and paraffin-embedded tissue

*Kouseiren Byori Cenier
Kawasaki2520—1, Nagacka, Niigata940—0844





